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<210> 1 
<211> 2455 
<212> DNA 

<213> Rattus norvegicus 

<220> 
<221> CDS 

<222> (128) . . (1372) 
<400> 1 

ggctgccgga gcggcggccg tgcgtggatg cggcgggagc tggaagcctc gagcagccgg 6 0 

cgccttctct ggccccgggc gccatatggc ttgaagagcc gtgccaccca gtggccccac 120 

tgcccca atg gat cca ctg aac ctg tec tgg tac gat gac gat ctg gag 169 
Met Asp Pro Leu Asn Leu Ser Trp Tyr Asp Asp Asp Leu Glu 
15 10 

agg cag aac tgg age egg ccc ttc aat ggg tea gaa ggg aag gca gac 217 
Arg Gin Asn Trp Ser Arg Pro Phe Asn Gly Ser Glu Gly Lys Ala Asp 
15 20 25 30 

agg ccc cac tac aac tac tat gec atg ctg etc acc etc etc ate ttt 265 
Arg Pro His Tyr Asn Tyr Tyr Ala Met Leu Leu Thr Leu Leu lie Phe 
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1 35 40 45 

ate ate gtc ttt ggc aat gtg ctg gtg tgc atg get gta tec gca gag 313 
He lie Val Phe Gly Asn Val Leu Val Cys Met Ala Val Ser Ala Glu 
50 55 60 

aag get ttg cag acc ace ace aac tac ttg ata gtc age ctt get gtg 361 
Lys Ala Leu Gin Thr Thr Thr Asn Tyr Leu He Val Ser Leu Ala Val 
65 70 75 

get gat ctt ctg gtg gee aca ctg gta atg ccg tgg gtt gtc tac ctg 409 
Ala Asp Leu Leu Val Ala Thr Leu Val Met Pro Trp Val Val Tyr Leu 
80 85 90 

gag gtg gtg ggt gag tgg aaa ttc age agg att cac tgt gac ate ttt 457 
Glu Val Val Gly Glu Trp Lys Phe Ser Arg He His Cys Asp He Phe 
95 100 105 110 

gtc act ctg gat gtc atg atg tgc aca gca age ate ctg aac ctg tgt 505 
Val Thr Leu Asp Val Met Met Cys Thr Ala Ser He Leu Asn Leu Cys 
115 120 125 

gec ate age att gac agg tac aca get gtg gca atg ccc atg ctg tat 553 
Ala He Ser He Asp Arg Tyr Thr Ala Val Ala Met Pro Met Leu Tyr 
130 135 140 

aac aca cgc tac age tec aag cgc cga gtt act gtc atg att gee att 601 
Asn Thr Arg Tyr Ser Ser Lys Arg Arg Val Thr Val Met He Ala He 
145 150 155 

gtc tgg gtc ctg tec ttc acc ate tec tgc cca ctg etc ttc gga etc 649 
Val Trp Val Leu Ser Phe Thr He Ser Cys Pro Leu Leu Phe Gly Leu 
160 165 170 

aac aat aca gac cag aat gag tgt ate att gee aac cct gee ttt gtg 697 
Asn Asn Thr Asp Gin Asn Glu Cys He He Ala Asn Pro Ala Phe Val 
175 180 185 190 

gtc tac tec tec att gtc tea ttc tac gtg ccc ttc ate gtc act ctg 745 
Val Tyr Ser Ser He Val Ser Phe Tyr Val Pro Phe He Val Thr Leu 
195 200 205 

ctg gtc tat ate aaa ate tac ate gtc etc egg aag cgc egg aag egg 793 
Leu Val Tyr He Lys He Tyr He Val Leu Arg Lys Arg Arg Lys Arg 
210 215 220 

gtc aac acc aag cgc age agt cga get ttc aga gee aac ctg aag aca 841 
Val Asn Thr Lys Arg Ser Ser Arg Ala Phe Arg Ala Asn Leu Lys Thr 
225 230 235 

cca etc aag gat get gec cgc cga get cag gag ctg gaa atg gag atg 889 
Pro Leu Lys Asp Ala Ala Arg Arg Ala Gin Glu Leu Glu Met Glu Met 
240 245 250 

ctg tea age acc age ccc cca gag agg acc egg tat age ccc ate cct 937 
Leu Ser Ser Thr Ser Pro Pro Glu Arg Thr Arg Tyr Ser Pro He Pro 
255 260 265 270 
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ccc agt cac cac cag etc act etc cct gat cca tec cac cac ggc eta 985 
Pro Ser His His Gin Leu Thr Leu Pro Asp Pro Ser His His Gly Leu 
275 280 285 

cat age aac cct gac agt cct gee aaa cca gag aag aat ggg cac gee 1033 
His Ser Asn Pro Asp Ser Pro Ala Lys Pro Glu Lys Asn Gly His Ala 
290 295 300 

aag att gtc aat ccc agg att gee aag ttc ttt gag ate cag ace atg 1081 
Lys lie Val Asn Pro Arg He Ala Lys Phe Phe Glu He Gin Thr Met 
305 310 315 

ccc aat ggc aaa ace egg acc tec ctt aag acg atg age cgc aga aag 1129 
Pro Asn Gly Lys Thr Arg Thr Ser Leu Lys Thr Met Ser Arg Arg Lys 
320 325 330 

etc tec cag cag aag gag aag aaa gee act cag atg ctt gee att gtt 1177 
Leu Ser Gin Gin Lys Glu Lys Lys Ala Thr Gin Met Leu Ala He Val 
335 340 345 350 

etc ggt gtg ttc ate ate tgc tgg ctg ccc ttc ttc ate acg cac ate 1225 
Leu Gly Val Phe He He Cys Trp Leu Pro Phe Phe He Thr His He 
355 360 365 

ctg aat ata cac tgt gat tgc aac ate cca cca gtc etc tac age gee 12 73 
Leu Asn He His Cys Asp Cys Asn He Pro Pro Val Leu Tyr Ser Ala 
370 375 380 

ttc aca tgg ctg ggc tat gtc aac agt gee gtc aac ccc ate ate tac 13 21 
Phe Thr Trp Leu Gly Tyr Val Asn Ser Ala Val Asn Pro He He Tyr 
385 390 395 

acc acc ttc aac ate gag ttc cgc aag gee ttc atg aag ate ttg cac 1369 
Thr Thr Phe Asn He Glu Phe Arg Lys Ala Phe Met Lys He Leu His 
400 405 410 

tgc tgagtctgee ccttgcctgc acagcagctg cttcccacct ccctgcctat 1422 

Cys 

415 

geaggecaga cctcatccct gcaagctgtg ggcagaaagg cccagatgaa cttggccttc 1482 
tctcgaccct gcaggccctg cagtgttagc ttggctcgat gcccctctct gcccacacac 1542 
cctcatcctg ccagggtagg gecagggaga ctggtatctt accagctctg gggttggacc 1602 
catggctcag ggcagctcac agagtgcccc tctcatatcc agaccctgtc tccttggcac 1662 
caaagatgea gcggccttcc ttgaccttcc tcttgggcac agaaactagc tcagtggtcg 1722 
agcacaccct gategctgge ttggcctggc ccttgcttgc ctgtgccgga tcaggtggtg 17 82 
ggagggagcg acaegttett actttatagg aaccacatag gaaagcaggg aacacgccaa 1842 
gtcctccagg cacatcagtg tcaggagaca cacataaaca ccaggtagct ccatggaccc 1902 
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cagagaaact gaggctgaaa aatctgtttt ccactccaac tctagtgtga gtccctactt 1962 
ttcatagcca tgggtattac tatgtcctac cttgttatag tatcccatgg ggtttctgta 2022 
ccatttgggg gaaaacaact ctaatcctca agggccccaa gagaatctgt aaggagaaaa 2082 
ataggctgat ctccctctac tctccaatcc actccaccac ttcttgatat accttggatg 2142 
tatccattcc tcacagcaaa tgctggccag tcaggccttg gaccagtgtt ggagttgaag 2202 
ctggatgtgg taacttgggg ctctttgggg ctgggggggt tgttaacatc gtctctcttc 2262 
catatctctt ccttcccagt gcctctgcct tagaagaggc tgtggatggg gtgctgggac 2322 
tgctgatacc attgggcctg gccctgaatg aggaggggaa gctgcagttt ggagggttct 23 82 
gggatccaac tctgtaacat cactatacct gtaccaaaac taataaaacc ttgacaagag 2442 
tcaaaaaaaa aaa 2455 



<210> 2 

<211> 415 

<212> PRT 

<213> Rattus norvegicus 

<400> 2 

Met Asp Pro Leu Asn Leu Ser Trp Tyr Asp Asp Asp Leu Glu Arg Gin 
1 5 10 15 

Asn Trp Ser Arg Pro Phe Asn Gly Ser Glu Gly Lys Ala Asp Arg Pro 
20 25 30 

His Tyr Asn Tyr Tyr Ala Met Leu Leu Thr Leu Leu lie Phe lie lie 
35 40 45 

Val Phe Gly Asn Val Leu Val Cys Met Ala Val Ser Ala Glu Lys Ala 
50 55 60 

Leu Gin Thr Thr Thr Asn Tyr Leu He Val Ser Leu Ala Val Ala Asp 
65 70 75 80 

Leu Leu Val Ala Thr Leu Val Met Pro Trp Val Val Tyr Leu Glu Val 
85 90 95 

Val Gly Glu Trp Lys Phe Ser Arg He His Cys Asp He Phe Val Thr 
100 105 110 

Leu Asp Val Met Met Cys Thr Ala Ser He Leu Asn Leu Cys Ala He 
115 120 125 

Ser He Asp Arg Tyr Thr Ala Val Ala Met Pro Met Leu Tyr Asn Thr 
130 135 140 

Arg Tyr Ser Ser Lys Arg Arg Val Thr Val Met He Ala He Val Trp 
145 150 155 160 
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Val Leu 'Ser Phe 



Thr Asp Gin Asn 
180 



Thr lie Ser Cys 
165 

Glu Cys lie lie 



Pro Leu Leu Phe 
170 

Ala Asn Pro Ala 
185 



Gly Leu Asn Asn 
175 

Phe Val Val Tyr 
190 



Ser Ser lie Val Ser Phe Tyr Val Pro Phe lie Val Thr Leu Leu Val 
195 200 205 

Tyr lie Lys lie Tyr lie Val Leu Arg Lys Arg Arg Lys Arg Val Asn 
210 215 220 

Thr Lys Arg Ser Ser Arg Ala Phe Arg Ala Asn Leu Lys Thr Pro Leu 
225 230 235 240 



Lys Asp Ala Ala Arg Arg Ala Gin Glu Leu Glu Met Glu Met Leu Ser 
245 250 255 

Ser Thr Ser Pro Pro Glu Arg Thr Arg Tyr Ser Pro lie Pro Pro Ser 
260 265 270 

His His Gin Leu Thr Leu Pro Asp Pro Ser His His Gly Leu His Ser 
275 280 285 



Asn Pro Asp Ser 
290 

Val Asn Pro Arg 
305 

Gly Lys Thr Arg 



Gin Gin Lys Glu 
340 

Val Phe lie lie 
355 

lie His Cys Asp 
370 

Trp Leu Gly Tyr 
385 

Phe Asn lie Glu 



Pro Ala Lys Pro 
295 

lie Ala Lys Phe 
310 

Thr Ser Leu Lys 
325 

Lys Lys Ala Thr 



Cys Trp Leu Pro 
360 

Cys Asn lie Pro 
375 

Val Asn Ser Ala 
390 

Phe Arg Lys Ala 
405 



Glu Lys Asn Gly 
300 

Phe Glu lie Gin 
315 

Thr Met Ser Arg 
330 

Gin Met Leu Ala 
345 

Phe Phe lie Thr 



Pro Val Leu Tyr 
380 

Val Asn Pro lie 
395 

Phe Met Lys lie 
410 



His Ala Lys lie 



Thr Met Pro Asn 
320 

Arg Lys Leu Ser 
335 

lie Val Leu Gly 
350 

His lie Leu Asn 
365 

Ser Ala Phe Thr 



lie Tyr Thr Thr 
400 

Leu His Cys 
415 



<210> 3 

<211> 309 

<212> PRT 

<213> Mesocricetus auratus 



<400> 3 

Met Gly Pro Pro Gly Asn Asp Ser Asp Phe Leu Leu Thr Thr Asn Gly 
15 10 15 



Ser His Val Pro Asp His Asp Val Thr Glu Glu Arg Asp Glu Ala Trp 
20 25 30 

Val Val Gly Met Ala lie Leu Met Ser Val lie Val Leu Ala lie Val 
35 40 45 

Phe Gly Asn Val Leu Val lie Thr Ala lie Ala Lys Phe Glu Arg Leu 
50 55 60 

Gin Thr Val Thr Asn Tyr Phe lie Asp Ser Leu Ala Cys Ala Asp Leu 
65 70 75 80 

Val Met Gly lie Ala Val Val Pro Phe Gly Ala Ser His He He Met 
85 90 95 

Lys Met Trp Asn Phe Gly Asn Phe Trp Cys Glu Phe Trp Thr Ser He 
100 105 110 

Gin Val Leu Cys Val Thr Ala Ser He Glu Thr Leu Cys Val He Ala 
115 120 125 

Val Gin Arg Tyr He Ala He Thr Ser Pro Phe Lys Tyr Gin Ser Leu 
130 135 140 

Leu Thr Lys Asn Lys Ala Arg Met Val He Leu Met Val Trp He Val 
145 150 155 160 

Ser Gly Leu Thr Ser Phe He Pro He Gin Met His Trp Tyr Arg Ala 
165 170 175 

Thr His Gin Lys Ala He Asp Cys Tyr His Arg Glu Thr Cys Cys Asp 
180 185 190 

Phe Phe Tyr Asn Gin Ala Tyr Ala He Trp Ser Ser He Val Ser Phe 
195 200 205 

Tyr Val Pro Leu Val Val Met Val Phe Val Tyr Ser Arg Val Phe Gin 
210 215 220 

Val Ala Lys Arg Gin Leu Gin Lys He Lys Glu His Lys Ala Leu Lys 
225 230 235 240 

Thr Leu Gly He He Met Gly He Phe Thr Leu Cys Trp Leu Pro Phe 
245 250 255 

Phe He Val Asn He Val His Val He Gin Asp Asn Leu He Pro Lys 
260 265 270 

Glu Val Tyr He Leu Leu Met Trp Leu Gly Tyr Val Asn Ser Ala Pro 
275 280 285 

Asn Pro He He Tyr Cys Arg Ser Pro Asp Phe Arg lie Ala Phe Gin 
290 295 300 

Glu He Leu Cys Leu 
305 
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<210> 4 
<211> 307 
<212> PRT 

<213> Homo sapiens 
<400> 4 

Met Gly Ser Leu Gin Pro Gin Ala Gly Asn Ala Ser Trp Asn Gly Thr 
15 10 15 

Glu Ala Pro Gly Gly Gly Ala Arg Ala Thr Pro Tyr Ser Leu Gin Val 
20 25 30 

Thr Leu Thr Leu Val Cys Leu Ala Gly Leu Leu Met Leu Leu Thr Val 
35 40 45 

Phe Gly Asn Val Leu Val lie lie Ala Val Phe Thr Ser Arg Ala Leu 
50 55 60 

Lys Ala Pro Gin Asn Leu Phe lie Val Ser Leu Ala Ser Ala Asp lie 
65 70 75 80 

Leu Val Ala Thr Leu Val Leu Pro Phe Ser Leu Ala Asn Glu Val Met 
85 90 95 

Gin Tyr Trp Tyr Phe Gly Lys Thr Trp Cys Glu He Tyr Leu Ala Leu 
100 105 110 

Asp Val Leu Phe Cys Thr Ser Ser He Val His Leu Cys Ala He Ser 
115 120 125 

Leu Gin Arg Tyr Trp Ser He Thr Gin Ala He Glu Tyr Asn Leu Lys 
130 135 140 

Arg Thr Pro Arg Arg He Lys Ala He He He Thr Val Trp Val Leu 
145 150 155 160 

Ser Ala Val He Ser Phe Pro Pro Leu He Ser He Glu Lys Lys Gly 
165 170 175 

Gly Gly Gly Gly Pro Gin Pro Ala Glu Pro Arg Cys Glu He Asn Asp 
180 185 190 

Gin Lys Trp Tyr Val He Ser Ser Cys He Gly Ser Phe Phe Ala Pro 
195 200 205 

Leu Leu He Met He Leu Val Tyr Val Arg He Tyr Gin He Ala Lys 
210 215 220 

Arg Arg Thr Arg Val Pro Arg Glu Lys Arg Phe Thr Phe Val Leu Ala 
22 5 230 235 240 

Val Val He Gly Met Phe Val Val Cys Trp Phe Pro Phe Phe Phe Thr 
245 250 255 

Tyr Thr Leu Thr Ala Val Gly Cys Ser Val Pro Arg Thr Leu Phe Lys 
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260 265 270 

Phe Phe Pro Trp Pro Gly Tyr Cys Asn Ser Ser Leu Asn Pro Val lie 
275 280 285 

Tyr Thr Leu Phe Asn His Asp Phe Arg Arg Ala Phe Trp Lys lie Leu 
290 295 300 

Cys Arg Cys 
305 



<210> 5 
<211> 312 
<212> PRT 

<213> Homo sapiens 
<400> 5 

Met Asp Val Leu Ser Pro Gly Gin Gin Asn Asn Thr Thr Ser Pro Pro 
15 10 15 

Ala Pro Phe Glu Thr Gly Gly Asn Thr Thr Gly lie Ser Asp Val Thr 
20 25 30 

Val Ser Tyr Gin Val lie Thr Ser Leu Leu Leu Gly Thr Leu lie Phe 
35 40 45 

Cys Ala Val He Gly Asn Ala Cys Val Val Ala Ala He Ala Leu Glu 
50 55 60 

Arg Ser Leu Gin Asn Val Ala Asn Tyr Leu He Gly Ser Leu Ala Val 
65 70 75 80 

Thr Asp He Met Val Ser Val Leu Val lie Pro Met Ala Ala Leu Tyr 
85 90 95 

Gin Val Leu Asn Asn Trp Thr Leu Gly Gin Val Thr Cys Asp Leu Phe 
100 105 110 

He Ala Leu Asp Val Leu Gin Cys Thr Ser Ser He Leu His Leu Cys 
115 120 125 

Ala He Ala He Gin Arg Tyr Trp Ala He Thr Asp Pro He Asp Tyr 
130 135 140 

Val Asn Lys Arg Thr Pro Arg Pro Arg Ala Leu Thr Ser Leu Thr Trp 
145 150 155 160 

Leu He Gly Phe Leu He Ser He Pro Pro Met Leu Gly Trp Arg Thr 
165 170 175 

Pro Glu Asp Arg Ser Asp Pro Asp Ala Cys Thr He Ser Lys Asp Met 
180 185 190 

Gly Tyr Thr Leu Tyr Ser Thr Phe Gly Ala Phe Tyr He Pro Leu Leu 
195 200 205 
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Leu Met " Leu Val 
210 

lie Pro Lys Thr 
225 

Met Gly Leu Phe 



Val Leu Pro Pro 
260 

Ala lie lie Asn 
275 

lie Tyr Ala Tyr 
290 

lie Lys Cys Asn 
305 



Leu Tyr Gly Arg 
215 

Arg Glu Arg Lys 
230 

lie Leu Cys Trp 
245 

Cys Glu Ser Ser 



Trp Leu Gly Tyr 
280 

Phe Asn Lys Asp 
295 

Phe Cys Arg Gin 
310 



lie Phe Arg Ala 
220 

Thr Val Lys Thr 
235 

Leu Pro Phe Phe 
250 

Cys His Met Pro 
265 

Ser Asn Ser Leu 



Phe Gin Asn Ala 
300 



Ala Arg Phe Arg 



Leu Gin He He 
240 

He Val Ala Leu 
255 

Thr He Leu Gly 
270 

He Asn Pro Val 
285 

Phe Trp Lys He 



<210> 6 

<211> 299 

<212> PRT 

<213> Sus scrofa 



<400> 6 

Met Asn Thr Ser 
1 

Ala Pro Gly Lys 
20 

Gly Leu Leu Ser 
35 

Ser Phe Lys Val 
50 

Leu Ser Leu Ala 
65 

Leu Tyr Thr Thr 



Ala Cys Asp Leu 
100 

Val Met Asn Leu 
115 

Arg Pro Leu Ser 
130 

Met He Gly Leu 
145 



Ala Pro Pro Ala 
5 

Gly Pro Trp Gin 



Leu Ala Thr Val 
40 

Asn Thr Glu Leu 
55 

Cys Ala Asp Leu 
70 

Tyr Leu Leu Met 
85 

Trp Leu Ala Leu 



Leu He He Ser 
120 

Tyr Arg Ala Lys 
135 

Ala Trp Leu Val 
150 



Val Ser Pro Asn 
10 

Val Ala Phe He 
25 

Thr Gly Asn He 



Lys Thr Val Asn 
60 

He He Gly Thr 
75 

Gin He Trp Ala 
90 

Asp Tyr Val Ala 
105 

Phe Gin Arg Tyr 



Thr Arg Pro Arg 
140 

Ser Phe Val Leu 
155 



He Thr Val Leu 
15 

Gly He Thr Thr 
30 

Leu Val He He 
45 

Asn Tyr Phe Leu 



Phe Ser Met Asn 
80 

Leu Gly Thr Leu 
95 

Ser Asn Ala Ser 
110 

Phe Ser Val Thr 
125 

Arg Ala Ala Leu 



Trp Ala Pro Ala 
160 
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lie Leu Phe Trp Gin Tyr Leu Val Gly Glu Arg Thr Val Leu Ala Gly 
165 170 175 

Gin Cys Tyr lie Gin Phe Leu Ser Gin Pro lie lie Thr Phe Gly Thr 
180 185 190 

Ala Met Ala Ala Phe Tyr Leu Pro Val Thr Val Met Cys Thr lie Tyr 
195 200 205 

Trp Arg He Tyr Arg Glu Thr Glu Asn Arg Ala Arg Glu Leu Lys Glu 
210 215 220 

Lys Lys Ala Ala Arg Thr Leu Ser Ala He Leu Leu Ala Phe He Val 
225 230 235 240 

Thr Trp Thr Tyr Asn He Met Val Leu Val Ser Thr Phe Cys Lys Asp 
245 250 255 

Cys Val Pro Glu Thr Leu Trp Glu Leu Gly Tyr Trp He Gly Tyr Val 
260 265 270 

Asn Ser Thr Leu Asn Pro Met Cys Tyr Ala Leu Gin Asn Lys Ala Phe 
275 280 285 

Arg Asp Thr Phe Arg Leu Leu Leu His Cys Arg 
290 295 



<210> 7 

<211> 313 

<212> PRT 

<213> Bos taurus 

<400> 7 

Met Gly Ala Cys Val Val Met Thr Asp Leu Asn He Ser Ser Gly Leu 
15 10 15 

Asp Ser Asn Ala Thr Gly He Thr Ala Phe Ser Met Pro Gly Trp Gin 
20 25 30 

Leu Ala Leu Trp Thr Ala Ala Tyr Leu Ala Leu Val Leu Val Ala Val 
35 40 45 

Met Gly Asn Ala Thr Val He Trp He He Leu Ala His Gin Arg Met 
50 55 60 

Arg Thr Val Thr Asn Tyr Phe He Val Asn Leu Ala Leu Ala Asp Leu 
65 70 75 " 80 

Cys Met Ala Ala Phe Asn Ala Ala Phe Asn Phe Val Tyr Ala Ser His 
85 90 95 

Asn He Trp Tyr Phe Gly Arg Ala Phe Cys Tyr Phe Gin Asn Leu Phe 
100 105 no 

Pro He Thr Ala Met Phe Val Ser He Tyr Ser Met Thr Ala Leu Ala 
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' 115 



120 



125 



Ala Gin Arg Tyr Met Ala lie Val Arg Pro Phe Gin Pro Arg Leu Ser 
130 135 140 

Ala Pro Gly Thr Arg Ala Val lie Ala Gly Leu Trp Leu Val Ala Leu 
145 150 155 160 

Ala Leu Ala Phe Pro Gin Cys Phe Tyr Ser Thr lie Thr Thr Asp Glu 
165 170 175 

Gly Ala Thr Lys Cys Val Val Ala Trp Pro Glu Asp Ser Gly Gly Lys 
180 185 190 

Met Leu Leu Leu Tyr His Leu lie Val lie Ala Leu lie Tyr Phe Leu 
195 200 205 

Pro Leu Val Val Met Phe Val Ala Tyr Ser Val He Gly Leu Thr Leu 
210 215 220 

Trp Arg Arg Ser Val Pro Gly Ala Lys Lys Lys Phe Val Lys Thr Met 
225 230 235 240 

Val He Val Val Val Thr Phe Ala He Cys Trp Leu Pro Tyr His Leu 
245 250 255 

Tyr Phe He He Gly Thr Phe Gin Glu Asp He Tyr Cys His Lys Phe 
260 265 270 

He Gin Gin Val Tyr Leu Ala Leu Pro Trp He Ala Met Ser Ser Thr 
275 280 285 

Met Tyr Asn Pro lie lie Tyr Cys Cys He Asn His Arg Phe Arg Ser 
290 295 300 

Gin Phe Arg Leu Ala Pro Arg Cys Cys 
305 310 



<210> 8 

<211> 594 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (2) . . (472) 

<400> 8 

c age cca ccc gag agg acc egg tac age ccc ate cca ccc age cac cac 49 
Ser Pro Pro Glu Arg Thr Arg Tyr Ser Pro He Pro Pro Ser His His 
15 10 15 

cag ctg act etc ccc gac ccg tec cac cat ggt etc cac age act ccc 97 
Gin Leu Thr Leu Pro Asp Pro Ser His His Gly Leu His Ser Thr Pro 
20 25 30 
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g^c agc"ccc gcc aaa cca gag aag aat ggg cat gcc aaa agg acc acc 14 5 
Asp Ser Pro Ala Lys Pro Glu Lys Asn Gly His Ala Lys Arg Thr Thr 
35 40 45 

cca agg att gcc aag ate ttt gag ate cag acc atg ccc aat ggc aaa 193 
Pro Arg lie Ala Lys lie Phe Glu lie Gin Thr Met Pro Asn Gly Lys 
50 55 60 

acc egg acc tec etc aag acc atg age cgt agg aag ntc nnc cag cag 241 
Thr Arg Thr Ser Leu Lys Thr Met Ser Arg Arg Lys Xaa Xaa Gin Gin 
65 70 75 80 

aag gag aag aaa gcc act cag atg etc gcc atn gtt etc ggc gtg ttc 289 
Lys Glu Lys Lys Ala Thr Gin Met Leu Ala Xaa Val Leu Gly Val Phe 
85 90 95 

ate ate tgc tgg ctg ccc ttc ttc ate aca cac ate ctg aac ata cac 337 
lie lie Cys Trp Leu Pro Phe Phe lie Thr His lie Leu Asn lie His 
100 105 110 

tgt gac tgc aac ate ccg cct gtc ctg tac age gcc ttc acg tgg ctg 385 
Cys Asp Cys Asn lie Pro Pro Val Leu Tyr Ser Ala Phe Thr Trp Leu 
115 120 125 

ggc tat gtc aac age gcc gtg aac ccc ate ate tac acc acc ttc aac 433 
Gly Tyr Val Asn Ser Ala Val Asn Pro lie lie Tyr Thr Thr Phe Asn 
130 135 140 

att gag ttc cgc aag gcc ttc ctg aag ate etc cac tgc tgactctget 482 
lie Glu Phe Arg Lys Ala Phe Leu Lys lie Leu His Cys 
145 150 155 

gcctgccgca cagcagcctg cttcccacct ccctgcccag tgccggccag cctcaccctt 542 
gcgaaccgtg agcaggaagg cctgggtgga tcggcctcct cttctagccc eg 594 



<210> 9 
<211> 157 
<212> PRT 

<213> Homo sapiens 
<400> 9 

Ser Pro Pro Glu Arg Thr Arg Tyr Ser Pro lie Pro Pro Ser His His 
15 10 15 

Gin Leu Thr Leu Pro Asp Pro Ser His His Gly Leu His Ser Thr Pro 
20 25 30 

Asp Ser Pro Ala Lys Pro Glu Lys Asn Gly His Ala Lys Arg Thr Thr 
35 40 45 

Pro Arg lie Ala Lys lie Phe Glu lie Gin Thr Met Pro Asn Gly Lys 
50 55 60 

Thr Arg Thr Ser Leu Lys Thr Met Ser Arg Arg Lys Xaa Xaa Gin Gin 
65 70 75 80 
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Lys Glu Lys Lys Ala Thr Gin Met Leu Ala Xaa Val Leu Gly Val Phe 
85 90 95 

lie lie Cys Trp Leu Pro Phe Phe lie Thr His lie Leu Asn lie His 
100 105 110 

Cys Asp Cys Asn lie Pro Pro Val Leu Tyr Ser Ala Phe Thr Trp Leu 
115 120 125 

Gly Tyr Val Asn Ser Ala Val Asn Pro lie lie Tyr Thr Thr Phe Asn 
130 135 140 

lie Glu Phe Arg Lys Ala Phe Leu Lys lie Leu His Cys 
145 150 155 



<210> 10 
<211> 2482 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (34) . . (1362) 
<400> 10 

agagcctggc cacccagtgg ctccaccgcc ctg atg gat cca ctg aat ctg tec 54 

Met Asp Pro Leu Asn Leu Ser 
1 5 

tgg tat gat gat gat ctg gag agg cag aac tgg age egg ccc ttc aac 102 
Trp Tyr Asp Asp Asp Leu Glu Arg Gin Asn Trp Ser Arg Pro Phe Asn 
10 15 20 

ggg tea gac ggg aag gcg gac aga ccc cac tac aac tac tat gec aca 150 
Gly Ser Asp Gly Lys Ala Asp Arg Pro His Tyr Asn Tyr Tyr Ala Thr 
25 30 35 

ctg etc ace ctg etc ate get gtc ate gtc ttc ggc aac gtg ctg gtg 198 
Leu Leu Thr Leu Leu lie Ala Val lie Val Phe Gly Asn Val Leu Val 
40 45 50 55 

tgc atg get gtg tec cgc gag aag gcg ctg cag acc ace ace aac tac 246 
Cys Met Ala Val Ser Arg Glu Lys Ala Leu Gin Thr Thr Thr Asn Tyr 
60 65 70 

ctg ate gtc age etc gca gtg gee gac etc etc gtc gee aca ctg gtc 294 
Leu lie Val Ser Leu Ala Val Ala Asp Leu Leu Val Ala Thr Leu Val 
75 80 85 

atg ccc tgg gtt gtc tac ctg gag gtg gta ggt gag tgg aaa ttc age 342 
Met Pro Trp Val Val Tyr Leu Glu Val Val Gly Glu Trp Lys Phe Ser 
90 95 100 

agg att cac tgt gac ate ttc gtc act ctg gac gtc atg atg tgc acg 3 90 
Arg He His Cys Asp He Phe Val Thr Leu Asp Val Met Met Cys Thr 
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1 



. 105" 110 115 

gcg age ate ctg aac ttg tgt gec ate age ate gac agg tac aca get 43 8 
Ala Ser lie Leu Asn Leu Cys Ala lie Ser lie Asp Arg Tyr Thr Ala 
120 125 130 135 

gtg gee atg ccc atg ctg tac aat acg cgc tac age tec aag cgc egg 486 
Val Ala Met Pro Met Leu Tyr Asn Thr Arg Tyr Ser Ser Lys Arg Arg 
140 145 150 

gtc ace gtc atg ate tec ate gtc tgg gtc ctg tec ttc acc ate tec 534 
Val Thr Val Met lie Ser lie Val Trp Val Leu Ser Phe Thr lie Ser 
155 160 165 

tgc cca etc etc ttc gga etc aat aac gca gac cag aac gag tgc ate 582 
Cys Pro Leu Leu Phe Gly Leu Asn Asn Ala Asp Gin Asn Glu Cys lie 
170 175 180 

att gec aac ccg gee ttc gtg gtc tac tec tec ate gtc tec ttc tac 63 0 
lie Ala Asn Pro Ala Phe Val Val Tyr Ser Ser lie Val Ser Phe Tyr 
185 190 195 

gtg ccc ttc att gtc acc ctg ctg gtc tac ate aag ate tac att gtc 678 
Val Pro Phe lie Val Thr Leu Leu Val Tyr lie Lys lie Tyr lie Val 
200 205 210 215 

etc cgc aga cgc cgc aag cga gtc aac acc aaa cgc age age cga get 72 6 
Leu Arg Arg Arg Arg Lys Arg Val Asn Thr Lys Arg Ser Ser Arg Ala 
220 225 230 

ttc agg gee cac ctg agg get cca eta aag ggc aac tgt act cac ccc 774 
Phe Arg Ala His Leu Arg Ala Pro Leu Lys Gly Asn Cys Thr His Pro 
235 240 245 

gag gac atg aaa etc tgc acc gtt ate atg aag tct aat ggg agt ttc 822 
Glu Asp Met Lys Leu Cys Thr Val lie Met Lys Ser Asn Gly Ser Phe 
250 255 260 

cca gtg aac agg egg aga gtg gag get gee egg cga gee cag gag ctg 870 
Pro Val Asn Arg Arg Arg Val Glu Ala Ala Arg Arg Ala Gin Glu Leu 
265 270 275 

gag atg gag atg etc tec age acc age cca ccc gag agg acc egg tac 918 
Glu Met Glu Met Leu Ser Ser Thr Ser Pro Pro Glu Arg Thr Arg Tyr 
280 285 290 295 

age ccc ate cca ccc age cac cac cag ctg act etc ccc gac ccg tec 966 
Ser Pro lie Pro Pro Ser His His Gin Leu Thr Leu Pro Asp Pro Ser 
300 305 310 

cac cat ggt etc cac age act ccc gac age ccc gee aaa cca gag aag 1014 
His His Gly Leu His Ser Thr Pro Asp Ser Pro Ala Lys Pro Glu Lys 
315 320 325 

aat ggg cat gee aaa gac cac ccc aag att gec aag ate ttt gag ate 1062 
Asn Gly His Ala Lys Asp His Pro Lys lie Ala Lys lie Phe Glu lie 
330 335 340 
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cag acc atg ccc aat ggc aaa acc egg acc tec etc aag ace atg age 1110 
Gin Thr Met Pro Asn Gly Lys Thr Arg Thr Ser Leu Lys Thr Met Ser 
345 350 355 

cgt agg aag etc tec cag cag aag gag aag aaa gee act cag atg etc 1158 
Arg Arg Lys Leu Ser Gin Gin Lys Glu Lys Lys Ala Thr Gin Met Leu 
360 365 370 375 

gec att gtt etc ggc gtg ttc ate ate tgc tgg ctg ccc ttc ttc ate 1206 
Ala lie Val Leu Gly Val Phe lie lie Cys Trp Leu Pro Phe Phe lie 
380 385 390 

aca cac ate ctg aac ata cac tgt gac tgc aac ate ccg cct gtc ctg 1254 
Thr His lie Leu Asn lie His Cys Asp Cys Asn lie Pro Pro Val Leu 
395 400 405 

tac age gec ttc acg tgg ctg ggc tat gtc aac age gee gtg aac ccc 1302 
Tyr Ser Ala Phe Thr Trp Leu Gly Tyr Val Asn Ser Ala Val Asn Pro 
410 415 420 

ate ate tac acc acc ttc aac att gag ttc cgc aag gec ttc ctg aag 1350 
lie lie Tyr Thr Thr Phe Asn lie Glu Phe Arg Lys Ala Phe Leu Lys 
425 430 435 

ate etc cac tgc tgactctget gcctgcccgc acagcagcct gcttcccacc 1402 

lie Leu His Cys 

440 

tccctgccca ggccggccag cctcaccctt gcgaaccgtg agcaggaagg cctgggtgga 1462 
tcggcctcct cttcttagcc ccggcaggcc ctgcagtgtt cgcttggctc catgctcctc 1522 
actgcccgca caccctcact ctgccagggc agtgctagtg agctgggcat ggtaccagcc 1582 
ctggggctgg ccccagctca ggggcagctc atagagtccc ccctcccacc tccagtcccc 1642 
ctatccttgg caccaaagat gcagccgcct tccttgacct tcctctgggg ctctagggtt 1702 
getggagect gagtcagggc ccagaggctg agttttctct ttgtggggct tggcgtggag 1762 
caggcggtgg ggagagatgg acagttcaca ccctgcaagg cccacaggag gcaagcaagc 1822 
tctcttgccg aggagecagg caacttcagt cctgggagac ccatgtaaat accagactgc 1882 
aggttggacc ccaaggattc ccaagccaaa aaccttagct ccctcccgca ccccgatgtg 1942 
gacctctact ttccaggcta gtccggaccc acctcacccc gttacagctc cccaagtggt 2002 
ttccacatgc tctgagaaga ggagccctca tcttgaaggg cccaggaggg tctatgggga 2062 
gaggaactcc ttggcctagc ccaccctgct gccttctgac ggccctgcaa tgtatccctt 2122 
ctcacagcac atgctggcca gcctggggcc tggcagggag gtcaggccct ggaactctat 2182 
ctgggcctgg gctagggaca tcagaggttc tttgagggac tgcctctgcc acactctgac 2242 
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gcaaaaccac tttccttttc tattccttct ggcctttcct ctctcctgtt tcccttccct 2302 
tccactgcct ctgccttaga ggagcccacg gctaagaggc tgctgaaaac catctggcct 2362 
ggcctggccc tgccctgagg aaggagggca agctgcagct tgggagagcc cctggggcct 2422 
agactctgta aeatcactat ccgatgcacc aaactaataa aactttgacg agtcaccttc 2482 



<210> 11 
<211> 443 
<212> PRT 

<213> Homo sapiens 
<400> 11 

Met Asp Pro Leu Asn Leu Ser Trp Tyr Asp Asp Asp Leu Glu Arg Gin 
15 10 15 

Asn Trp Ser Arg Pro Phe Asn Gly Ser Asp Gly Lys Ala Asp Arg Pro 
20 25 30 

His Tyr Asn Tyr Tyr Ala Thr Leu Leu Thr Leu Leu lie Ala Val lie 
35 40 45 

Val Phe Gly Asn Val Leu Val Cys Met Ala Val Ser Arg Glu Lys Ala 
50 55 60 

Leu Gin Thr Thr Thr Asn Tyr Leu lie Val Ser Leu Ala Val Ala Asp 
65 70 75 80 

Leu Leu Val Ala Thr Leu Val Met Pro Trp Val Val Tyr Leu Glu Val 
85 90 95 

Val Gly Glu Trp Lys Phe Ser Arg lie His Cys Asp lie Phe Val Thr 
100 105 110 

Leu Asp Val Met Met Cys Thr Ala Ser lie Leu Asn Leu Cys Ala lie 
115 120 125 

Ser lie Asp Arg Tyr Thr Ala Val Ala Met Pro Met Leu Tyr Asn Thr 
130 135 140 

Arg Tyr Ser Ser Lys Arg Arg Val Thr Val Met lie Ser lie Val Trp 
145 150 155 160 

Val Leu Ser Phe Thr lie Ser Cys Pro Leu Leu Phe Gly Leu Asn Asn 
165 170 175 

Ala Asp Gin Asn Glu Cys lie lie Ala Asn Pro Ala Phe Val Val Tyr 
180 185 190 

Ser Ser lie Val Ser Phe Tyr Val Pro Phe lie Val Thr Leu Leu Val 
195 200 205 

Tyr He Lys He Tyr He Val Leu Arg Arg Arg Arg Lys Arg Val Asn 
210 215 220 
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Thr Lys' Arg Ser Ser Arg Ala Phe Arg Ala His Leu Arg Ala Pro Leu 
225 230 235 240 



Lys Gly Asn Cys Thr His Pro Glu Asp Met Lys Leu Cys Thr Val lie 
245 250 255 

Met Lys Ser Asn Gly Ser Phe Pro Val Asn Arg Arg Arg Val Glu Ala 
260 265 270 

Ala Arg Arg Ala Gin Glu Leu Glu Met Glu Met Leu Ser Ser Thr Ser 
275 280 285 

Pro Pro Glu Arg Thr Arg Tyr Ser Pro lie Pro Pro Ser His His Gin 
290 295 300 

Leu Thr Leu Pro Asp Pro Ser His His Gly Leu His Ser Thr Pro Asp 
305 310 315 320 

Ser Pro Ala Lys Pro Glu Lys Asn Gly His Ala Lys Asp His Pro Lys 
325 330 335 

lie Ala Lys lie Phe Glu lie Gin Thr Met Pro Asn Gly Lys Thr Arg 
340 345 350 

Thr Ser Leu Lys Thr Met Ser Arg Arg Lys Leu Ser Gin Gin Lys Glu 
355 360 365 

Lys Lys Ala Thr Gin Met Leu Ala He Val Leu Gly Val Phe He He 
370 375 380 

Cys Trp Leu Pro Phe Phe He Thr His He Leu Asn He His Cys Asp 
385 390 395 400 

Cys Asn He Pro Pro Val Leu Tyr Ser Ala Phe Thr Trp Leu Gly Tyr 
405 410 415 

Val Asn Ser Ala Val Asn Pro He He Tyr Thr Thr Phe Asn He Glu 
420 425 430 

Phe Arg Lys Ala Phe Leu Lys He Leu His Cys 
435 440 



<210> 12 
<211> 1248 
<212> DNA 

<213> Rattus norvegicus 

<220> 

<221> CDS 

<222> (1) . . (1245) 

<400> 12 

atg gat cca ctg aac ctg tec tgg tac gat gac gat ctg gag agg cag 4 8 

Met Asp Pro Leu Asn Leu Ser Trp Tyr Asp Asp Asp Leu Glu Arg Gin 
15 10 15 
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aac tgg' age egg ccc ttc aat ggg tea gaa ggg aag gca gac agg ccc 96 
Asn Trp Ser Arg Pro Phe Asn Gly Ser Glu Gly Lys Ala Asp Arg Pro 
20 25 30 

cac tac aac tac tat gee atg ctg etc ace etc etc ate ttt ate ate 144 
His Tyr Asn Tyr Tyr Ala Met Leu Leu Thr Leu Leu lie Phe lie lie 
35 40 45 

gtc ttt ggc aat gtg ctg gtg tgc atg get gta tec cga gag aag get 192 
Val Phe Gly Asn Val Leu Val Cys Met Ala Val Ser Arg Glu Lys Ala 
50 55 60 

ttg cag acc acc ace aac tac ttg ata gtc age ctt get gtg get gat 240 
Leu Gin Thr Thr Thr Asn Tyr Leu lie Val Ser Leu Ala Val Ala Asp 
65 70 75 80 

ctt ctg gtg gec aca ctg gta atg ccg tgg gtt gtc tac ctg gag gtg 2 88 
Leu Leu Val Ala Thr Leu Val Met Pro Trp Val Val Tyr Leu Glu Val 
85 90 95 

gtg ggt gag tgg aaa ttc age agg att cac tgt gac ate ttt gtc act 336 
Val Gly Glu Trp Lys Phe Ser Arg lie His Cys Asp lie Phe Val Thr 
100 105 110 

ctg gat gtc atg atg tgc aca gca age ate ctg aac ctg tgt gee ate 3 84 
Leu Asp Val Met Met Cys Thr Ala Ser lie Leu Asn Leu Cys Ala lie 
115 120 125 

age att gac agg tac aca get gtg gca atg ccc atg ctg tat aac aca 4 32 
Ser lie Asp Arg Tyr Thr Ala Val Ala Met Pro Met Leu Tyr Asn Thr 
130 135 140 

cgc tac age tec aag cgc cga gtt act gtc atg att gee att gtc tgg 480 
Arg Tyr Ser Ser Lys Arg Arg Val Thr Val Met lie Ala lie Val Trp 
145 150 155 160 

gtc ctg tec ttc acc ate tec tgc cca ctg etc ttc gga etc aac aat 528 
Val Leu Ser Phe Thr lie Ser Cys Pro Leu Leu Phe Gly Leu Asn Asn 
165 170 175 

aca gac cag aat gag tgt ate att gee aac cct gee ttt gtg gtc tac 576 
Thr Asp Gin Asn Glu Cys lie lie Ala Asn Pro Ala Phe Val Val Tyr 
180 185 190 

tec tec att gtc tea ttc tac gtg ccc ttc ate gtc act ctg ctg gtc 624 
Ser Ser lie Val Ser Phe Tyr Val Pro Phe lie Val Thr Leu Leu Val 
195 200 205 

tat ate aaa ate tac ate gtc etc egg aag cgc egg aag egg gtc aac 672 
Tyr lie Lys lie Tyr lie Val Leu Arg Lys Arg Arg Lys Arg Val Asn 
210 215 220 

acc aag cgc age agt cga get ttc aga gec aac ctg aag aca cca etc 720 
Thr Lys Arg Ser Ser Arg Ala Phe Arg Ala Asn Leu Lys Thr Pro Leu 
225 230 235 240 

aag gat get gec cgc cga get cag gag ctg gaa atg gag atg ctg tea 768 
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Lys Asp' Ala Ala Arg Arg Ala Gin Glu Leu Glu Met Glu Met Leu Ser 
245 250 255 



age acc age ccc cca gag agg acc egg tat age ccc ate cct ccc agt 816 
Ser Thr Ser Pro Pro Glu Arg Thr Arg Tyr Ser Pro He Pro Pro Ser 
260 265 270 

cac cac cag etc act etc cct gat cca tec cac cac ggc eta cat age 864 
His His Gin Leu Thr Leu Pro Asp Pro Ser His His Gly Leu His Ser 
275 280 285 

aac cct gac agt cct gec aaa cca gag aag aat ggg cac gec aag att 912 
Asn Pro Asp Ser Pro Ala Lys Pro Glu Lys Asn Gly His Ala Lys He 
290 295 300 

gtc aat ccc agg att gec aag ttc ttt gag ate cag acc atg ccc aat 960 
Val Asn Pro Arg He Ala Lys Phe Phe Glu He Gin Thr Met Pro Asn 
305 310 315 320 

ggc aaa acc egg acc tec ctt aag acg atg age cgc aga aag etc tec 1008 
Gly Lys Thr Arg Thr Ser Leu Lys Thr Met Ser Arg Arg Lys Leu Ser 
325 330 335 

cag cag aag gag aag aaa gec act cag atg ctt gec att gtt etc gee 1056 
Gin Gin Lys Glu Lys Lys Ala Thr Gin Met Leu Ala He Val Leu Ala 
340 345 350 

gtc aac ccc ate ate tac acc acc ttc aac ate gag ttc cgc aag gee 1104 
Val Asn Pro He He Tyr Thr Thr Phe Asn He Glu Phe Arg Lys Ala 
355 360 365 

ttc atg aag gat tgc aac ate cca cca gtc etc tac age gec ttc aca 1152 
Phe Met Lys Asp Cys Asn He Pro Pro Val Leu Tyr Ser Ala Phe Thr 
370 375 380 

tgg ctg ggc tat gtc aac agt gee gtc aac ccc ate ate tac acc acc 1200 
Trp Leu Gly Tyr Val Asn Ser Ala Val Asn Pro He He Tyr Thr Thr 
385 390 395 400 

ttc aac ate gag ttc cgc aag gee ttc atg aag ate ttg cac tgc tga 1248 
Phe Asn He Glu Phe Arg Lys Ala Phe Met Lys He Leu His Cys 
405 410 415 



<210> 13 
<211> 415 
<212> PRT 

<213> Rattus norvegicus 
<400> 13 

Met Asp Pro Leu Asn Leu Ser Trp Tyr Asp Asp Asp Leu Glu Arg Gin 
1 5 10 15 

Asn Trp Ser Arg Pro Phe Asn Gly Ser Glu Gly Lys Ala Asp Arg Pro 
20 25 30 

His Tyr Asn Tyr Tyr Ala Met Leu Leu Thr Leu Leu He Phe He He 
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* 35 40 45 

Val Phe Gly Asn Val Leu Val Cys Met Ala Val Ser Arg Glu Lys Ala 
50 55 60 

Leu Gin Thr Thr Thr Asn Tyr Leu lie Val Ser Leu Ala Val Ala Asp 
65 70 75 80 

Leu Leu Val Ala Thr Leu Val Met Pro Trp Val Val Tyr Leu Glu Val 
85 90 95 

Val Gly Glu Trp Lys Phe Ser Arg lie His Cys Asp lie Phe Val Thr 
100 105 110 

Leu Asp Val Met Met Cys Thr Ala Ser lie Leu Asn Leu Cys Ala He 
115 120 125 

Ser He Asp Arg Tyr Thr Ala Val Ala Met Pro Met Leu Tyr Asn Thr 
130 135 140 

Arg Tyr Ser Ser Lys Arg Arg Val Thr Val Met He Ala He Val Trp 
145 150 155 160 

Val Leu Ser Phe Thr He Ser Cys Pro Leu Leu Phe Gly Leu Asn Asn 
165 170 175 

Thr Asp Gin Asn Glu Cys He He Ala Asn Pro Ala Phe Val Val Tyr 
180 185 190 

Ser Ser He Val Ser Phe Tyr Val Pro Phe He Val Thr Leu Leu Val 
195 200 205 

Tyr He Lys He Tyr He Val Leu Arg Lys Arg Arg Lys Arg Val Asn 
210 215 220 

Thr Lys Arg Ser Ser Arg Ala Phe Arg Ala Asn Leu Lys Thr Pro Leu 
225 230 235 240 

Lys Asp Ala Ala Arg Arg Ala Gin Glu Leu Glu Met Glu Met Leu Ser 
245 250 255 

Ser Thr Ser Pro Pro Glu Arg Thr Arg Tyr Ser Pro He Pro Pro Ser 
260 265 270 

His His Gin Leu Thr Leu Pro Asp Pro Ser His His Gly Leu His Ser 
275 280 285 

Asn Pro Asp Ser Pro Ala Lys Pro Glu Lys Asn Gly His Ala Lys He 
290 295 300 

Val Asn Pro Arg He Ala Lys Phe Phe Glu He Gin Thr Met Pro Asn 
305 310 315 320 

Gly Lys Thr Arg Thr Ser Leu Lys Thr Met Ser Arg Arg Lys Leu Ser 
325 330 335 

Gin Gin Lys Glu Lys Lys Ala Thr Gin Met Leu Ala He Val Leu Ala 
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340 345 350 

Val Asn Pro lie lie Tyr Thr Thr Phe Asn lie Glu Phe Arg Lys Ala 
355 360 365 

Phe Met Lys Asp Cys Asn lie Pro Pro Val Leu Tyr Ser Ala Phe Thr 
370 375 380 

Trp Leu Gly Tyr Val Asn Ser Ala Val Asn Pro lie He Tyr Thr Thr 
385 390 395 400 

Phe Asn He Glu Phe Arg Lys Ala Phe Met Lys He Leu His Cys 
405 410 415 



<210> 14 
<211> 11 
<212> DNA 

<213> Homo sapiens 

<400> 14 
ggaggtaggt g 



<210> 15 
<211> 11 
<212> DNA 

<213> Homo sapiens 
<400> 15 

tccccaggtg g 11 



<210> 16 

<211> 11 

<212> DNA 

<213> Homo sapiens 

<400> 16 

acaggtgagc c 11 



<210> 17 

<211> 11 

<212> DNA 

<213> Homo sapiens 

<400> 17 

cttgcaggta c 11 



<210> 18 

<211> 11 

<212> DNA 

<213> Homo sapiens 

<400> 18 
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gcaggta'cat t 



<210> 19 

<211> 11 

<212> DNA 

<213> Homo sapiens 

<400> 19 
cccccagacc a 

<210> 20 

<211> 11 

<212> DNA 

<213> Homo sapiens 

<400> 20 
aaaggtctca a 



<210> 
<211> 
<212> 
<213> 
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11 
DNA 
Homo 



sapiens 



<400> 21 
tccacagggc a 

<210> 22 

<211> 11 

<212> DNA 

<213> Homo sapiens 

<400> 22 
agtggtaagt g 

<210> 23 

<211> 11 

<212> DNA 

<213> Homo sapiens 

<400> 23 
ggtgcaggag g 

<210> 24 

<211> 11 

<212> DNA 

<213> Homo sapiens 

<400> 24 
ctcggtgagt c 



<210> 2*5 
<211> 11 
<212> DNA 
<213> Homo 

<400> 25 
cccccaggcg 



sapiens 



t 



